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GTGATCGGAGGACGGACGGGTCAATGGGLGAAAGCCACTGTTTTACACGAAACC TGACCACCATAGTCTTOG
TGCCAGTTGEGATCTCATTACGGGGTATTTAACTGGGGEGTCTTECGATGATGGCCCATTTCGTEGCEACGT
TGATACATTTCTTACTCGGGGCCTCCETETGTAACGCAGCGTGGETHEGECEGAAMACGCGATTCGGGEALCAALCDGAG®A
CCTCCETGGACACAAMAGTGCTACA A AATGEAGACGAAAATTAAMT TEGGTTGAGGTTGCTTGGAGTGETCGT
CGEACAMGGCTAGTTGCTCACAT GCCCET AACGTOAGATGATTTGCECGEACAAMTTCCTAGGTCCACCT GCET ARG
CTTAATGGGAAMACCGTCCECTAATTAGTGAMAGGGCCCTCAATCCGTGGTTGCGTTATCGEGTCAMATCCTATT
TGCAGGACTAAACTACAAGCCGAGTGCECAAGTTGTACTGAGTCTAGTTCACCCTATAGTGCCACGGGCTTT
CTATGGACAGGC AAGC ATAATTAGTCTAGTAGTTTGTATACGCGTGTCGCTATCCGEAACAAMATATTAGSDG
GGTTAATTGECETGGTGTTGTCAACTAAGTGGTCTCOGAGGGGCEGAGATTCTGTCCCGCCTTAACAGLEGTAT
CGAGCTCTTGCAACTT AAMAGAGCATAGCCTTAGTTATTGACTACACGTCGTATATTTTACTATTAATCAT
GATCTCEGTGETGCGTACACTTAGT TACGATATCTTGAAAAMATCCGCETT TGCGTTCCGEATGCTGEAMAMACGT
A TTGCAGTAATATTTTCCTCTCTTCOCATGAGTATTTCATCATTCGTCCACTTTACCGCECOTOGOGE AGALCAGADA
CAAATGAAMACGTCGAGTGCCATTGTTGAATGATAAGAGCCCOCCACCAAGT AAGGLCTGOCAGTAAAGAGGTGGET
GCACAACCAACATTCGGEAAGCGCTGAGCET GG AATCTCAGGGCATGETAGGTGT TAAGCGTTETATGT A AA
GATGCACTGATTCTATCGCACCAATTGAACTACCATCTAATCGTECTGGTTCCTCTCAGTACCAAGCTTEC
AGCGEGACTETTCAATGGCGGGATTACTCAGGTGCOGGACCAGACACATCGCGACCTTATTAAGGTGTAAGRA
GCGGGCEATTACGTACACTCCCAGCCTECECETGGGTTAATGAGCTCCACCATCCAATCATGATCCETGEAAGGGDG
A& TCTCTETTAGAGAGGCGCACGGTTGCECCE TG ACATGAGGT T AAGTEGCTTCGGEGCTCAGGEEAGGLELEG ATA
CACGAGCTAAMAMLATCTGTCECCGTAGTCEGETTTGGTECCGTGAATTTAGAGCAAATAGTACCGTTTAGCGGATCESG
GAAAGGAGATCC AACAGACAGTCGATGTATGCATGGCAGCGGTGEAGGAGTGGT TTGACTTCGGEGTAAAGTRGEG
GTATCGATGTGTATAGGCAAGGTCAGGGAGTCACGCGGCTGCEGATGAAGATGCCTGATATCTGGEEGALCADA
CGCGTAAAMAGTTTCCTGATTTGCGAGAGATGAAACGCGTCTCAAGTCEATAGGCGCCAGTTAAGAGCATCCG
TTGAGAGGCCEGACACGT AAGATCTAGATTACGTCTGAATGGCGACAGGTC TG AAGCCTGTGAT ECLCEALCARG
GGCGGCGTECACCGTGGEACTGTCCGET GGG AT GACGGCTGTTEACGCAGATGCATGCATTACAGTL CTOG A
AGCLGGACACGCCGTCGCTACGACAGCCGACTCTOGATAGTTTCECCECTAATGCTTGCTACCACAGTGETLEGDG A A
CATAAGTCTAAMAAMACATACTTAAACGCOCGCACGACTAGAAACGCT TACTGTCAATCGTTCETAGAGCAATTGGE A
TACTTGCAAAACGCGGACAAGAGTGCACCAAACTTGCCCACGCGETACTTCCCGCTGCC AAAGALCAGTTT
TTAGTACAGACCAGCGGGACCTGCTCEATTECTAGCTGGGTGGCEGGEGTGEGECEGGEGTAGTGACTTAATALCTE
GGATGTTACAGAATATCTAGAGGTCCTAGACT AATAGGAGGGAGTGCCAGCTTGGEATCCGGTECTAALCAT
CTAGCTATCCGTCAGGCCCOCGCCCGCAGACCTCTTTATTCGCETGGEAGAGCCTTCTGGGEAAAMCCTGEGTAATTE
CACGAGGCCTACTGGTCCTCTCAGATGGEGCGCAGGTAGGGGGCECGCE TG ATGAMTGTGCTTTACAGATECTEC
A4 TGEACCCTCATACAGAGGLCGLCGEACAAGGAGAACGTCCAGGAMAGTTETOEEAGGAGTAGCTGTGCAAGG A
CGGGETCCCATAAMAMAGGCTCGTAALAGTGGCCGCGCCAATCCECTGOEGECTGTTGOGTAGCCAGLCGCAAMAMATLCGTGR
GGEGACTAGCECTGACGC AT AGCCTACCGAAGGCAGCTCTTCEGGTTGETEAATGGGEAGCCGGCGAAALCAAMAATTELCA
&G TCCCATATCGAAAMC TCGTTCGTGTGEGCGCATCAGATAGAGACGTGTGCTAGAGCCGTAAAGLCEALCTT
CGGGTAGTTETGATCGAGTATAAAGCTACTTTTCTTAGTCTTCCATAGAGGG T AATGTACTEGGAGGTTEC
CTTAAATATCTTGTAGCGACGATCAACAATCTTTGGTTCAGGATETAGAGTTCGCAGGTTATTGTEGCCT
ACGCTCTEACTGCCGCCCGAGCC AGT AMTACCATTCCGGCATCTETTCETTTACCCACGC ACAMGGGGLCCLC A
A4 TGGTTTCCOCCETGTGGEACTAATCCOCCCTACTCCCTTAGTACAAGTCGEAACAMCGGTCGECGGTAGGATG
CGAATACTTAGCGT TGTGAGGAAATTTCACTCGCTGTTTCATGGATCCEGGTGACGCATGGOGOACGTTAAMCT
GGEGTGAAMMATCGCCGTACGCGGCGGTGOGGTTGCGGCC T TTGATGAGEAGCGATGTTACAGCCTTTGAGGSGTC
TATCGGCCATGCACTGAGTAGAAACGGGTGT TGAATCACGAATACACCGATCTCGGTGGEACTEGTGATTOGEG
CAGCGGAAGTACTACCT TCATTGACTTGGEACACAGAT AAACTGTACGTATGTCCTTTCCGAGATTGAATEC
GGGLGGAACATGTTGLETATAGTGCTCTAAGAAAGCAGACGAACTCACTTTTAAT T TGAGTCTCGGATTALCATEC
AGCGCTATATCTTGCAGCGC T TGTCATCATTATATTAATTACCTTTCTACGGGCGTCGCTCEATTETTOG A
AAGCCAGTATGGATGAGTGGTGTEGGG TEGEACGCCCCGTACCT TEGGAGLCGCTTOLAAMATGTCGLTLOG A
TTCGAATTACGCATGTGTTCCTTTTAGGAGACTTGATTACTCEAGCCAGGACGGACGTTGACCAGGTCLCTATEC

CAGTTGATTATGGGTATTTGATATGCTGTTTCCTTAAGGACAGTCAATCCTCTCTLCCCCGAGGGTCLCAT
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F(n) = F(n-1) + F(n-2)
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Badiflus subtilis ANase P ANA

M- multi-loop

I- interior loop
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x @y = min{ x,y J,
rEYy=x4+1.
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2-T1 pair

i
Ll

J pair
F-65 pair : 3 unpaired
unpaired 1.1 44 unpaired
unpaired 45-68 pair
unpaired pair
unpaired
18 unpaired
11 unpaired
1z pair

e
| I

(m )]
=
=

-1

T
[ }
e
[}

]
-
o=
-
[}

(u]
~
[ I ]
-
e B e )

o

49 unpaired
B8 unpaired
Bl unpaired
* Unpaired
unpaired
B4 unpaired
BE unpaired
ala]

[ 1}
T Y
I '-. =

34 pair

T
[}

o
[}

T
[}
e
[}

N
[}
e
[}

32 pair
1 pair
pair
aired

[ |
N Y
[ |
B

oy
[ ]
e
[}

o
[ }
e
[ }

o
150
e
)

pair
21 unpaired
unpaired
unpaired
24 unpaired
25 unpaired
26 unpaired
28 pair
19 pair
unpaired
1-17 pair
-16 pair
15 pair
14 pair
-13 pair 2-1 pair
12 pair 5 J unpaired
 LUnpaired ; 4 unpaired
unpaired Pr: F : /A unnnired

pair
pair
pair

[ I [
S R Y R Y,

N
[}

unpaired
42 pair
L 64-41 pair

= 0 W
S R N R B

oy
[ ]
(o
Y

I pair
unpaired
E pair
4 pair
3 pair

T
[ }
e
[ }

Y
L
e
Y

O T

o) 50 150 15
O M T T T
[ ol Lt L) e L)

o

unpaired : unpaired

T
[ R )












	RNA Secondary Structure Prediction
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7
	Slide Number 8
	Slide Number 9
	Slide Number 10
	Slide Number 11
	Slide Number 12
	Slide Number 13
	Slide Number 14
	Slide Number 15
	Slide Number 16
	Slide Number 17
	Slide Number 18
	Slide Number 19
	Slide Number 20

